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1 <110> APPLICANT: Lees, Ann M. 

2 Lees, Robert S. 

3 Law, Simon W. 

4 Arjona, Anibal A. 

5 <12 0> TITLE OF INVENTION: NOVEL LOW DENSITY LIPOPROTEIN BINDING 

6 PROTEINS AND THEIR USE IN DIAGNOSING AND TREATING 

7 ATHEROSCLEROSIS 

8 <130> FILE REFERENCE: 10797-004001 

9 <14 0> CURRENT APPLICATION NUMBER: US/10/02 3,523 

10 <141> CURRENT FILING DATE: 2001-12-17 

11 <150> PRIOR APPLICATION NUMBER: US/09/616,2 89 

12 <151> PRIOR FILING DATE: 2000-07-14 

13 <150> PRIOR APPLICATION NUMBER: US 09/517,849 

14 <151> PRIOR FILING DATE: 2000-03-02 

15 <150> PRIOR APPLICATION NUMBER: US 08/979, 608 ^ pa^n^n^ . >M 

16 <151> PRIOR FILING DATE: 1997-11-26 ' 1\S I ET~ I 

17 <150> PRIOR APPLICATION NUMBER: US 60/031,930 2**^ ■ Ifl £ L*» & fcu 

18 <151> PRIOR FILING DATE: 1996-11-27 

19 <150> PRIOR APPLICATION NUMBER: US 60/048,547 

20 <151> PRIOR FILING DATE: 1997-06-03 

21 <160> NUMBER OF SEQ ID NOS : 53 

22 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 151 

26 <212> TYPE: PRT 

27 <213> ORGANISM: Oryctolagus cuniculus 

28 <400> SEQUENCE: 1 

29 Met Ser Lys Asn Thr Val Ser Ser Ala Arg Phe Arg Lys Val Asp Val 

30 1 5 10 15 

31 Asp Glu Tyr Asp Glu Asn Lys Phe Val Asp Glu Glu Asp Gly Gly Asp 

32 20 25 30 

33 Gly Gin Ala Gly Pro Asp Glu Gly Glu Val Asp Ser Cys Leu Arg Gin 

34 35 40 45 

35 Gly Asn Met Thr Ala Ala Leu Gin Ala Ala Leu Lys Asn Pro Pro lie 

36 50 55 60 

37 Asn Thr Arg Ser Gin Ala Val Lys Asp Arg Ala Gly Ser lie Val Leu 

38 65 70 75 80 

39 Lys Val Leu lie Ser Phe Lys Ala Gly Asp lie Glu Lys Ala Val Gin 

40 85 90 95 

41 Ser Leu Asp Arg Asn Gly Val Asp Leu Leu Met Lys Tyr lie Tyr Lys 

42 100 105 110 

4 3 Gly Phe Glu Ser Pro Ser Asp Asn Ser Ser Ala Val Leu Leu Gin Trp 

44 115 120 125 
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4 5 His Glu Lys Ala Leu Ala Ala Gly Gly Val Gly Ser He Val Arg Val 

46 130 135 140 

4 7 Leu Thr Ala Arg Lys Thr Val 

48 145 150 



50 <210> SEQ ID NO: 2 

51 <211> LENGTH: 317 

52 <212> TYPE: PRT 

53 <213> ORGANISM: Oryctolagus cuniculus 

54 <220> FEATURE: 

55 <221> NAME/KEY: VARIANT 

56 <222> LOCATION: (1)...(317) 

57 <22 3> OTHER INFORMATION: Xaa = Any Amino Acid 

58 <400> SEQUENCE: 2 



59 
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Ser 
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Arg 


C A 






"3 K 
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4 0 








D D 
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r l r\ 


Qj±y 


Leu 


Leu 
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Ala 
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Ala 
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Arg 


Cjiy 


Arg 


Leu 


CjIU 


b b 
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55 
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7 
b / 


Arg 


i nr 


Arg 


Leu 


Gly Ala 


Leu 
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Pro 


Arg Gly 
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Arg 


Pro 


C"\ XT 

<aiy 


c ft 
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b z> 
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ou 


b :? 


Arg 


Ala 
Ala 


Pro 


Pro 


Ala 


Ala 


Ser 


Ala 


Arg 


Ala 

Aia 


Ala 


Arg 


Asn 


Lys 


Arg 


Ala 

Aia 


/U 










85 










90 










9 5 




71 


Gly 


Glu 


Glu 


Arg 


Val 


Leu 


Glu 


Lys 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


72 








100 










105 










110 






73 


Asp 


Asp 


Glu 


Asp 


Asp 


Asp 


Asp 


Asp 


Val 


Val 


Ser 


Glu 


Gly 


Ser 


Glu 


Val 


74 






115 










120 










125 








75 


Pro 


Glu 


Ser 


Asp 


Arg 


Pro 


Ala 


Gly 


Ala 


Gin 


His 


His 


Gin 


Leu 


Asn 


Gly 


76 




130 










135 










140 










77 


Gly 


Glu 


Arg 


Gly 


Pro 


Gin 


Thr 


Ala 


Lys 


Glu 


Arg 


Ala 


Lys 


Glu 


Trp 


Ser 


78 


145 










150 










155 










160 


79 


Leu 


Cys 


Gly 


Pro 


His 


Pro Gly 


Gin 


Glu 


Glu 


Gly Arg 


Gly 


Pro 


Ala 


Ala 


80 










165 










170 










175 




81 


Gly 


Ser 


Gly 


Thr 


Arg 


Gin 


Val 


Phe 


Ser 


Met 


Ala 


Ala 


Leu 


Ser 


Lys 


Glu 


82 








180 










185 










190 






83 


Gly 


Gly 


Ser 


Ala 


Ser 


Ser 


Thr 


Thr 


Gly 


Pro 


Asp 


Ser 


Pro 


Ser 


Pro 


Val 


84 






195 
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205 








85 


Pro 


Leu 


Pro 


Pro 


Gly 


Lys 


Pro 


Ala 


Leu 


Pro 


Gly 


Ala 


Asp 


Gly 


Thr 


Pro 


86 




210 
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87 


Phe 


Gly 


Cys 


Pro 


Ala 


Gly Arg 


Lys 


Glu 


Lys 


Pro 


Ala 


Asp 


Pro 


Val 


Glu 


88 


225 










230 
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89 


Trp 
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Val 
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Glu 


Tyr 
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Glu 
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Gly 


Phe 
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90 










245 
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91 


Glu 


Gin 


Ala 
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Ala 
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Glu 


Gin 


Glu 


He 
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Gly 
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Leu 


92 








260 










265 
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93 


Leu 
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Met 


Gin 


Arg 


Thr 
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Val 


Leu 
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Leu 
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He 


Arg 


Leu 


94 
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280 










285 
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95 Gly Pro Ala Leu Lys He Tyr Glu His His He Lys Val Leu Gin Gin 

96 290 295 300 

97 Gly His Phe Glu Asp Asp Asp Pro Glu Gly Phe Leu Gly 

98 305 310 315 



100 <210> SEQ ID NO: 3 

101 <211> LENGTH: 232 

102 <212> TYPE: PRT 

103 <213> ORGANISM: Oryctolagus cuniculus 

104 <400> SEQUENCE: 3 



IDS 
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Trp 


Ser 


Leu 


Cys 


Gly 


Pro 


His 


11/1 

114 


b o 










/ 0 
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80 
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95 




117 
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Val 
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Ser 
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Lys 
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Ser 
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Ser 
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Ser 


Thr 
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Asp 


Ser 


Pro 
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Pro 


Val 


Pro 
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Pro 


Pro 
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120 
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Lys 


Pro 


Ala 


Leu 


Pro 


Gly 


Ala 


Asp Gly Thr 


Pro 


Phe 


Gly 


Cys 


Pro 


Ala 


122 




130 










135 










140 










123 


Gly 


Arg 


Lys 


Glu 


Lys 


Pro 


Ala 


Asp 


Pro 


Val 


Glu 


Trp 


Thr 


Val 


Met 


Asp 


124 


145 
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125 


Val 


Val 


Glu 
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Phe 


Thr 


Glu 


Ala 


Gly 


Phe 
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Glu 
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Ala 
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127 
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Glu 
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131 
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133 


Asp 


Asp 
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Glu 


Gly 
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Leu 


Gly 


















134 


225 










230 






















136 <210> 


SEQ 


ID NO: 4 





























137 <211> LENGTH: 252 

138 <212> TYPE: PRT 

139 <213> ORGANISM: Oryctolagus cuniculus 

140 <400> SEQUENCE: 4 



141 Thr Arg Leu Gly Ala Leu Ala Leu Pro Arg Gly Asp Arg Pro Gly Arg 

142 1 5 10 15 

14 3 Ala Pro Pro Ala Ala Ser Ala Arg Ala Ala Arg Asn Lys Arg Ala Gly 

144 20 25 30 

145 Glu Glu Arg Val Leu Glu Lys Glu Glu Glu Glu Glu Glu Glu Glu Asp 
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Leu 


Met 


Gin 


Arg 


Thr 


Asp 


Val 


Leu 


Thr 


Gly 


Leu 


Ser 


He 


Arg 


Leu 


Gly 


168 
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<210> 


SEQ 


ID NO: 5 


























175 


<211> 


LENGTH : 


557 




























176 


<212> 


TYPE : PRT 




























177 


<213> 


ORGANISM: Oryctolagus cuniculus 


















178 


<400> 


SEQUENCE : 5 
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Pro 
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Pro 


Gly 
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Gly 
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Glu 
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